Analyzing DNA Lab report
1. If you have not already done so, READ the packet of information on DNA analysis, read ch  12 and 15, (IB) or 20,21, 26 (AP). 

Comments on rough drafts:

Define the acronyms :  PCR         RFLP       STR      SNP      BLAST    

Group the technology that using organic methods of separating DNA sequences.

Discuss the role of restriction enzymes in cutting DNA at a sequence it recognizes. 

DNA has a negative charge which is why it moves toward a  +  charge in RFLP
In criminal and paternity cases RFLP generally uses intron sequences of comparisons.  Gene mapping was first analyzed using these techniques to search repeated and identical sequences.  Computer science vastly increased the ability to search and therefore understand DNA sequences and genomes. 
Make a transition into the next paragraph which discusses inorganic ways to search DNA sequences. (Discuss what an algorithm is and how it is used…)
Brief outline of procedures.
Data presentation: 1. Present a condensed version of DNA extraction of wheat germ.  2. Present the allele ladder and data that should have occurred with RFLP.  3. Present the mutation you researched.  (present all of the results on the BLAST worksheet). You may use Suzanne’s data if yours is incomplete.

Interpret Data: discuss results of these 3 sets of data
Conclusion: further discussion of how these techniques have contributed to understanding biological questions. Briefly discuss how the Human Genome Project (see your book) has changed our understanding of not only human protein interaction but interaction of proteins of lower organisms. 

Google the BLAST database.  Explain a bit about how it works and the significance of this kind of database being available to the public. Your initial use of the blast database was in a disease causing mutation, however this is just a very small application of how it is used. Explain how database is used to answer other critical questions. 
